Inclusion of weaning management group as a random effect in the genetic evaluation of postweaning traits in Nellore cattle.
The objective of this study was to evaluate the impact of including weaning management group (WMG) as an uncorrelated random effect in the genetic evaluation of postweaning traits. Data from 186,507 Nellore animals' sons to 1,734 sires and 75,016 cows were analyzed. Three single-trait models were studied. These models included the contemporary group (CG) as a fixed effect and age of animal at measurement and age of dam at calving as covariates, in addition to the direct additive breeding value as random effect. The CGs for postweaning traits varied between models which included or not WMG as part of the concatenation of fixed effects. In the model in which WMG was not part of the CG, the trait was included as an uncorrelated random effect. The results suggest that although no significant effects were observed on genetic parameter estimates or animal ranking, the inclusion of WMG as an uncorrelated random effect increased the number of observations per CG and contributed to maintaining animals in the analysis that would be discarded because they were in a CG with a small number of observations. This model could therefore be recommended for the genetic evaluation of this Nellore population.